J/ EXHIBIT A 

V 

SEQ5 1 MAFWTQLMLLLWKNFMYRRRQPVQLLVELLWPLFLFFILVAVRHSHPPLE 50 

SEQ6 1 PPLE 4 



SEQ5 51 HHECHFPNKPLPSAGTVPWLQGLICNVNNTCFPQLTPGEEPGRLSNFNDS 100 

SEQ6 5 HHECHFPNKPLPSAGTVPWLQGLICNVNNTCFPQLTPGEEPGRLSNFNDS 54 
************************************************** 

SEQ5 101 LVSRLLADARTVLGGASAHRTLAGLGKLIATLRAARSTAQPQPTKQSPLE 150 

SEQ6 55 LVSRLLADARTVLGGASAHRTLAGLGKLIATLRAARSTAQPQPTKQSPLE 104 
************************************************** 

SEQ5 151 PPMLDVAELLTSLLRTESLGLALGQAQEPLHSLLEAAEDLAQELLALRSL 200 

SEQ6 105 PPMLDVAELLTSLLRTESLGLALGQAQEPLHSLLEAAEDLAQELLALRSL 154 
************************************************** 

SEQ5 201 VELRALLQRPRGTSGPLELLSEALCSVRGPSSTVGPSLNWYEASDLMELV 250 

SEQ6 155 VELRALLQRPRGTSGPLELLSEALCSVRGPSSTVGPSLNWYEASDLMELV 204 
************************************************** 

SEQ5 251 GQEPESALPDSSLSPACSELIGALDSHPLSRLLWRRLKPLILGKLLFAPD 300 

SEQ6 205 GQEPESALPDSSLSPACSELIGALDSHPLSRLLWRRLKPLILGKLLFAPD 254 
************************************************** 

SEQ5 301 TPFTRKLMAQVNRTFEELTLLRDVREVWEMLGPRIFTFMNDSSNVAMLQR 350 

SEQ6 255 TPFTRKLMAQVNRTFEELTLLRDVREVWEMLGPRIFTFMNDSSNVAMLQR 304 
************************************************** 

SEQ5 351 LLQMQDEGRRQPRPGGRDHMEALRSFLDPGSGGYSWQDAHADVGHLVGTL 4 00 

SEQ6 305 LLQMQDEGRRQPRPGGRDHMEALRSFLDPGSGGYSWQDAHADVGHLVGTL 354 
************************************************** 

SEQ5 4 01 GRVTECLSLDKLEAAPSEAALVSRALQLLAEHRFWAGVVFLGPEDSSDPT 4 50 

SEQ6 355 GRVTECLSLDKLEAAPSEAALVSRALQLLAEHRFWAGVVFLGPEDSSDPT 404 
************************************************** 

SEQ5 4 51 EHPTPDLGPGHVRIKIRMDIDVVTRTNKIRDRFWDPGPAADPLTDLRYVW 500 

SEQ6 4 05 EHPTPDLGPGHVRIKIRMDIDVVTRTNKIRDRFWDPGPAADPLTDLRYVW 4 54 
************************************************** 

SEQ5 501 GGFVYLQDLVERAAVRVLSGANPRAGLYLQQMPYPCYVDDVFLRVLSRSL 550 

SEQ6 455 GGFVYLQDLVERAAVRVLSGANPRAGLYLQQMPYPCYVDDVFLRVLSRSL 504 
************************************************** 

SEQ5 551 PLFLTLAWIYSVTLTVKAVVREKETRLRDTMRAMGLSRAVLWLGWFLSCL 600 

SEQ6 505 PLFLTLAWIYSVTLTVKAVVREKETRLRDTMRAMGLSRAVLWLGWFLSCL 554 
************************************************** 

SEQ5 601 GPFLLSAALLVLVLKLGDILPYSHPGVVFLFLAAFAVATVTQSFLLSAFF 650 

SEQ6 555 GPFLLSAALLVLVLKLGDILPYSHPGVVFLFLAAFAVATVTQSFLLSAFF 604 
************************************************** 
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SEQ5 651 SRANLAAACGGLAYFSLYLPYVLCVAWRDRLPAGGRVAASLLSPVAFGFG 700 
SEQ6 605 SRANLAAACGGLAYFSLYLPYVLCVAWRDRLPAGGRVAASLLSPVAFGFG 654 
************************************************** 

SEQ5 701 CESLALLEEQGEGAQWHNVGTRPTADVFSLAQVSGLLLLDAALYGLATWY 750 
SEQ6 655 CESLALLEEQGEGAQWHNVGTRPTADVFSLAQVSGLLLLDAALYGLATWY 704 
************************************************** 

SEQ5 751 LEAVCPGQYGIPEPWNFPFRRSYWCGPRPPKSPAPCPTPLDPKVLVEEAP 800 
SEQ6 705 LEAVCPGQYGIPEPWNFPFRRSYWCGPRPPKSPAPCPTPLDPKVLVEEAP 754 
************************************************** 

SEQ5 801 PGLSPGVSVRSLEKRFPGSPQPALRGLSLDFYQGHITAFLGHNGAGKTTT 850 
SEQ6 755 PGLSPGVSVRSLEKRFPGSPQPALRGLSLDFYQGHITAFLGHNGAGKTTT 804 
************************************************** 

SEQ5 851 LSILSGLFPPSGGSAFILGHDVRSSMAAIRPHLGVCPQYNVLFDMLTVDE 900 
SEQ6 805 LSILSGLFPPSGGSAFILGHDVRSSMAAIRPHLGVCPQYNVLFDMLTVDE 854 
************************************************** 

SEQ5 901 HWFYGRLKGLSAAVVGPEQDRLLQDVGLVSKQSVQTRHLSGGMQRKLSV 950 
SEQ6 855 HVWFYGRLKGLSAAVVGPEQDRLLQDVGLVSKQSVQTRHLSGGMQRKLSV 904 
************************************************** 

SEQ5 951 AIAFVGGSQVVILDEPTAGVDPASRRGIWELLLKYREGRTLILSTHHLDE 1000 
SEQ6 905 AIAFVGGSQVVILDEPTAGVDPASRRGIWELLLKYREGRTLILSTHHLDE 954 
************************************************** 

SEQ5 1001 AELLGDRVAVVAGGRLCCCGSPLFLRRHLGSGYYLTLVKARLPLTTNEKA 1050 
SEQ6 955 AELLGDRVAVVAGGRLCCCGSPLFLRRHLGSGYYLTLVKARLPLTTNEKA 1004 
************************************************** 

SEQ5 1051 DTDMEGSVDTRQEKKNGSQGSRVGTPQLLALVQHWVPGARLVEELPHELV 1100 
SEQ6 1005 DTDMEGSVDTRQEKKNGSQGSRVGTPQLLALVQHWVPGARLVEELPHELV 1054 
************************************************** 

SEQ5 1101 LVLP YTGAHDGSFATLFRELDTRLAELRLTGYGISDTSLEE I FLKVVEEC 1150 
SEQ6 1055 LVLPYTGAHDGSFATLFRELDTRLAELRLTGYGISDTSLEE I FLKVVEEC 1104 
************************************************** 

SEQ5 1151 AADTDMEDGSCGQHLCTGIAGLDVTLRLKMPPQETALENGEPAGSAPETD 1200 
SEQ6 1105 AADTDMEDGSCGQHLCTGIAGLDVTLRLKMPPQETALENGEPAGSAPETD 1154 
************************************************** 

SEQ5 1201 QGSG P DAVGRVQGWALT RQQLQALLLKRFLLARRS RRGL FAQ I VL PAL FV 1250 
SEQ6 1155 QGSGPDAVGRVQGWALTRQQLQALLLKRFLLARRSRRGLFAQIVLPALFV 1204 
************************************************** 

SEQ5 1251 GLALVFSLIVPPFGHYPALRLSPTMYGAQVSFFSEDAPGDPGRARLLEAL 1300 
SEQ6 1205 GLALVFSLIVPPFGHYPALRLSPTMYGAQVSFFSEDAPGDPGRARLLEAL 1254 
************************************************** 

SEQ5 1301 LQEAGLEEPPVQHSSHRFSAPEVPAEVAKVLASGNWTPESPSPACQCSQP 1350 
SEQ6 1255 LQEAGLEEPPVQHSSHRFSAPEVPAEVAKVLASGNWTPESPSPACQCSQP 1304 
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SEQ5 1351 GARRLLPDCPAAAGGPPPPQAVTGSGEVVQNLTGRNLSDFLVKTYPRLVR 1400 

SEQ6 1305 GARRLLPDCPAAAGGPPPPQAVTGSGEVVQNLTGRNLSDFLVKTYPRLVR 1354 

A************************************************* 

SEQ5 1401 QGLKTKKWVNEVRYGGFSLGGRDPGLPSGQELGRSVEELWALLSPLPGGA 1450 

SEQ6 1355 QGLKTKKWVNEVRYGGFSLGGRDPGLPSGQELGRSVEELWALLSPLPGGA 1404 
************************************************** 

SEQ5 1451 LDRVLKNLTAWAHSLDAQDSLKIWFNNKGWHSMVAFVNRASNAILRAHLP 1500 

SEQ6 1405 LDRVLKNLTAWAHSLDAQDSLKIWFNNKGWHSMVAFVNRASNAILRAHLP 1454 
************************************************** 

SEQ5 1501 PGPARHAHSITTLNHPLNLTKEQLSEAALMASSVDVLVSICVVFAMSFVP 1550 

SEQ6 1455 PGPARHAHSITTLNHPLNLTKEQLSEAALMASSVDVLVSICVVFAMSFVP 1504 
************************************************** 

SEQ5 1551 ASFTLVLIEERVTRAKHLQLMGGLSPTLYWLGNFLWDMCNYLVPACIVVL 1600 

SEQ6 1505 ASFTLVLIEERVTRAKHLQLMGGLSPTLYWLGNFLWDMCNYLVPACIVVL 1554 
************************************************** 

SEQ5 1601 IFLAFQQRAYVAPANLPALLLLLLLYGWSITPLMYPASFFFSVPSTAYVV 1650 

SEQ6 1555 IFLAFQQRAYVAPANLPALLLLLLLYGWSITPLMYPASFFFSVPSTAYVV 1604 
************************************************** 

SEQ5 1651 LTCINLFIGINGSMATFVLELFSDQKLQEVSRILKQVFLIFPHFCLGRGL 1700 

SEQ6 1605 LTCINLFIGINGSMATFVLELFSDQKLQEVSRILKQVFLIFPHFCLGRGL 1654 
************************************************** 

SEQ5 1701 IDMVRNQAMADAFERLGDRQFQSPLRWEVVGKNLLAMVIQGPLFLLFTLL 1750 

SEQ6 1655 IDMVRNQAMADAFERLGDRQFQSPLRWEVVGKNLLAMVIQGPLFLLFTLL 1704 
************************************************** 

SEQ5 1751 LQHRSQLLPQPRVRSLPLLGEEDEDVARERERVVQGATQGDVLVLRNLTK 1800 

SEQ6 1705 LQHRSQLLPQPRVRSLPLLGEEDEDVARERERVVQGATQGDVLVLRNLTK 1754 
************************************************** 

SEQ5 1801 VYRGQRMPAVDRLCLGIPPGECFGLLGVNGAGKTSTFRMVTGDTLASRGE 1850 

SEQ6 1755 VYRGQRMPAVDRLCLGIPPGECFGLLGVNGAGKTSTFRMVTGDTLASRGE 1804 
************************************************** 

SEQ5 1851 AVLAGHSVAREPSAAHLSMGYCPQSDAIFELLTGREHLELLARLRGVPEA 1900 

SEQ6 1805 AVLAGHSVAREPSAAHLSMGYCPQSDAIFELLTGREHLELLARLRGVPEA 1854 
************************************************** 

SEQ5 1901 QVAQTAGSGLARLGLSWYADRPAGTYSGGNKRKLATALALVGDPAVVFLD 1950 

SEQ6 1855 QVAQTAGSGLARLGLSWYADRPAGTYSGGNKRKLATALALVGDPAVVFLD 1904 
************************************************** 

SEQ5 1951 EPTTGMDPSARRFLWNSLLAVVREGRSVMLTSHSMEECEALCSRLAIMVN 2000 

SEQ6 1905 EPTTGMDPSARRFLWNSLLAVVREGRSVMLTSHSMEECEALCSRLAIMVN 1954 
************************************************** 

SEQ5 2001 GRFRCLGSPQHLKGRFAAGHTLTLRVPAARSQPAAAFVAAEFPGSELREA 2050 

SEQ6 1955 GRFRCLGSPQHLKGRFAAGHTLTLRVPAARSQPAAAFVAAEFPGSELREA 2004 
************************************************** 
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SEQ5 2051 HGGRLRFQLPPGGRCALARVFGELAVHGAEHGVEDFSVSQTMLEEVFLYF 2100 
SEQ6 2005 HGGRLRFQLPPGGRCALARVFGELAVHGAEHGVEDFSVSQTMLEEVFLYF 2054 
************************************************** 



SEQ5 2101 SKDQGKDEDTEEQKEAGVGVDPAPGLQHPKRVSQFLDDPSTAETVL 214 6 
SEQ6 2055 SKDQGKDEDTEEQKEAGVGVDPAPGLQHPKRVSQFLDDPSTAETVL 2100 
********************************************** 



\ 
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EXHIBIT B 



SEQ6 1 PPLEHHECHFPNKPLPSAGTVPWLQGLICNVNNTCFPQLTPGEEPGRLSN 50 

SEQ8 1 0 



SEQ6 51 FNDSLVSRLLADARTVLGGASAHRTLAGLGKLIATLRAARSTAQPQPTKQ 100 
SEQ8 1 MVCLGTGQSAGPLVSVQNHCPPCGLS- 2 6 



SEQ6 101 SPLEPPMLDVAELLTSLLRTESLGLALGQAQEPLHSLLEAAEDLAQELLA 150 

SEQ8 27 -PQ ESLGLALGQAQEPLHSLLEAAGDLAQELLA 58 

* ********************* ******** 

SEQ6 151 LRSLVELRALLQRPRGTSGPLELLSEALCSVRGPSSTVGPSLNWYEASDL 200 

SEQ8 59 LRSLVELRALLQRPRGTSGPLELLSEALCSVRGPSSTVGPSLNWYEASDL 108 
************************************************** 

SEQ6 201 MELVGQEPESALPDSSLSPACSELIGALDSHPLSRLLWRRLKPLILGKLL 250 

SEQ8 109 MELVGQEPESALPDSSLSPACSELIGALDSHPLSRLLWRRLKPLILGKLL 158 
************************************************** 

SEQ6 251 FAPDTPFTRKLMAQVNRTFEELTLLRDVREVWEMLGPRIFTFMNDSSNVA 300 

SEQ8 159 FAPDTPFTRKLMAQVNRTFEELTLLRDVREVWEMLGPRIFTFMNDSSNVA 208 
************************************************** 

SEQ6 301 MLQRLLQMQDEGRRQPRPGGRDHMEALRSFLDPGSGGYSWQDAHADVGHL 350 

SEQ8 209 MLQRLLQMQDEGRRQPRPGGRDHMEALRSFLDPGSGGYSWQDAHADVGHL 258 
************************************************** 

SEQ6 351 VGTLGRVTECLSLDKLEAAPSEAALVSRALQLLAEHRFWAGVVFLGPEDS 400 

SEQ8 259 VGTLGRVTECLSLDKLEAAPSEAALVSRALQLLAEHRFWAGVVFLGPEDS 308 
************************************************** 

SEQ6 401 SDPTEHPTPDLGPGHVRIKIRMDIDVVTRTNKIRDRFWDPGPAADPLTDL 450 

SEQ8 30 9 SDPTEHPTPDLGPGHVRIKIRMDIDVVTRTNKIRDRFWDPGPAADPLTDL 358 
************************************************** 

SEQ6 4 51 RYVWGGFVYLQDLVERAAVRVLSGANPRAGLYLQQMPYPCYVDDVFLRVL 500 

SEQ8 359 RYVWGGFVYLQDLVERAAVRVLSGANPRAGLYLQQMPYPCYVDDVFLRVL 408 
************************************************** 

SEQ6 501 SRSLPLFLTLAWIYSVTLTVKAVVREKETRLRDTMRAMGLSRAVLWLGWF 550 

SEQ8 409 SRSLPLFLTLAWIYSVTLTVKAVVREKETRLRDTMRAMGLSRAVLWLGWF 458 
************************************************** 

SEQ6 551 LSCLGPFLLSAALLVLVLKLGDILPYSHPGVVFLFLAAFAVATVTQSFLL 600 

SEQ8 459 LSCLGPFLLSAALLVLVLKLGDILPYSHPGVVFLFLAAFAVATVTQSFLL 508 
************************************************** 

SEQ6 601 SAFFSRANLAAACGGLAYFSLYLPYVLCVAWRDRLPAGGRVAASLLSPVA 650 

SEQ8 509 SAFFSRANLAAACGGLAYFSLYLPYVLCVAWRDRLPAGGRVAASLLSPVA 558 
************************************************** 
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SEQ6 651 FGFGCESLALLEEQGEGAQWHNVGTRPTADVFSLAQVSGLLLLDAALYGL 700 
SEQ8 559 FGFGCESLALLEEQGEGAQWHNVGTRPTADVFSLAQVSGLLLLDAALYGL 608 
************************************************** 

SEQ6 701 ATWYLEAVCPGQYGIPEPWNFPFRRSYWCGPRPPKSPAPCPTPLDPKVLV 750 
SEQ8 609 ATWYLEAVCPGQYGIPEPWNFPFRRSYWCGPRPPKSPAPCPTPLDPKVLV 658 
************************************************** 

SEQ6 751 EEAPPGLSPGVSVRSLEKRFPGSPQPALRGLSLDFYQGHITAFLGHNGAG 800 
SEQ8 659 EEAPPGLSPGVSVRSLEKRFPGSPQPALRGLSLDFYQGHITAFLGHNGAG 708 
************************************************** 

SEQ6 801 KTTTLSILSGLFPPSGGSAFILGHDVRSSMAAIRPHLGVCPQYNVLFDML 850 

SEQ8 709 KTTTLSILSGLFPPSGGSAFILGHDVRSSMAAIRPHLGVCPQYNVLFDML 758 
************************************************** 

SEQ6 851 TVDEHVWFYGRLKGLSAAWGPEQDRLLQDVGLVSKQSVQTRHLSGGMQR 900 
SEQ8 759 TVDEHVWFYGRLKGLSAAVVGPEQDRLLQDVGLVSKQSVQTRHLSGGMQR 808 
************************************************** 

SEQ6 901 KLSVAIAFVGGSQVVILDEPTAGVDPASRRGIWELLLKYREGRTLILSTH 950 
SEQ8 809 KLSVAIAFVGGSQVVILDEPTAGVDPASRRGIWELLLKYREGRTLILSTH 858 
************************************************** 

SEQ6 951 HLDEAELLGDRVAVVAGGRLCCCGSPLFLRRHLGSGYYLTLVKARLPLTT 1000 
SEQ8 859 HLDEAELLGDRVAVVAGGRLCCCGSPLFLRRHLGSGYYLTLVKARLPLTT 908 
************************************************** 

SEQ6 1001 NEKADTDMEGSVDTRQEKKNGSQGSRVGTPQLLALVQHWVPGARLVEELP 1050 
SEQ8 909 NEKADTDMEGSVDTRQEKKNGSQGSRVGTPQLLALVQHWVPGARLVEELP 958 
************************************************** 

SEQ6 1051 HELVLVLPYTGAHDGSFATLFRELDTRLAELRLTGYGISDTSLEEIFLKV 1100 
SEQ8 959 HELVLVLPYTGAHDGSFATLFRELDTRLAELRLTGYGISDTSLEEI FLKV .1008 
************************************************** 

SEQ6 1101 VEECAADTDMEDGSCGQHLCTGIAGLDVTLRLKMPPQETALENGEPAGSA 1150 
SEQ8 1009 VEECAADTDMEDGSCGQHLCTGIAGLDVTLRLKMPPQETALENGEPAGSA 1058 
************************************************** 

SEQ6 1151 PETDQGSGPDAVGRVQGWALTRQQLQALLLKRFLLARRSRRGLFAQIVLP 1200 
SEQ8 1059 PETDQGSGPDAVGRVQGWALTRQQLQALLLKRFLLARRSRRGLFAQIVLP 1108 
************************************************** 

SEQ6 1201 ALFVGLALVFSLIVPPFGHYPALRLSPTMYGAQVSFFSEDAPGDPGRARL 1250 
SEQ8 1109 ALFVGLALVFSLIVPPFGHYPALRLSPTMYGAQVSFFSEDAPGDPGRARL 1158 
************************************************** 

SEQ6 1251 LEALLQEAGLEEPPVQHSSHRFSAPEVPAEVAKVLASGNWTPESPSPACQ 1300 

SEQ8 1159 LEALLQEAGLEEPPVQHSSHRFSAPEVPAEVAKVLASGNWTPESPSPACQ 1208 
************************************************** 

SEQ6 1301 CSQPGARRLLPDCPAAAGGPPPPQAVTGSGEVVQNLTGRNLSDFLVKTYP 1350 
SEQ8 1209 CSQPGARRLLPDCPAAAGGPPPPQAVTGSGEVVQNLTGRNLSDFLVKTYP 1258 
************************************************** 
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SEQ6 1351 RLVRQGLKTKKWVNEVRYGGFSLGGRDPGLPSGQELGRSVEELWALLSPL 1400 
SEQ8 1259 RLVRQGLKTKKWVNEVRYGGFSLGGRDPGLPSGQELGRSVEELWALLSPL 1308 
************************************************** 

SEQ6 1401 PGGALDRVLKNLTAWAHSLDAQDSLKIWFNNKGWHSMVAFVNRASNAILR 1450 
SEQ8 1309 PGGALDRVLKNLTAWAHSLDAQDSLKIWFNNKGWHSMVAFVNRASNAILR 1358 
************************************************** 

SEQ6 1451 AHLPPGPARHAHSITTLNHPLNLTKEQLSEAALMASSVDVLVSICVVFAM 1500 
SEQ8 1359 AHLPPGPARHAHSITTLNHPLNLTKEQLSEAALMASSVDVLVSICVVFAM 14 08 
************************************************** 

SEQ6 1501 SFVPASFTLVLIEERVTRAKHLQLMGGLSPTLYWLGNFLWDMCNYLVPAC 1550 
SEQ8 1409 SFVPASFTLVLIEERVTRAKHLQLMGGLSPTLYWLGNFLWDMCNYLVPAC 1458 
************************************************** 

SEQ6 1551 IVVLIFLAFQQRAYVAPANLPALLLLLLLYGWSITPLMYPASFFFSVPST 1600 
SEQ8 1459 IVVLIFLAFQQRAYVAPANLPALLLLLLLYGRQAVPVTPALGGGRQEP — 1506 
******************************* *_ * 

SEQ6 1601 AYVVLTCINLFIGINGSMAT FVLELFSDQKLQEVSRILKQVFLIFPHFCL 1650 
SEQ8 1507 1506 



SEQ6 1651 GRGLIDMVRNQAMADAFERLGDRQFQSPLRWEVVGKNLLAMVIQGPLFLL 17 00 
SEQ8 1507 1506 



SEQ6 1701 FTLLLQHRSQLLPQPRVRSLPLLGEEDEDVARERERVVQGATQGDVLVLR 1750 

SEQ8 1507 LGHGDTGAPLP 1517 

* * * * 

SEQ6 1751 NLTKVYRGQRMPAVDRLCLGIPPGECFGLLGVNGAGKTSTFRMVTGDTLA 1800 

SEQ8 1518 1517 



SEQ6 1801 SRGEAVLAGHSVAREPSAAHLSMGYCPQSDAIFELLTGREHLELLARLRG 1850 
SEQ8 1518 1517 



SEQ6 1851 VPEAQVAQTAGSGLARLGLSWYADRPAGTYSGGNKRKLATALALVGDPAV 1900 
SEQ8 1518 .1517 



SEQ6 1901 VFLDEPTTGMDPSARRFLWNSLLAVVREGRSVMLTSHSMEECEALCSRLA 1950 
SEQ8 1518 1517 



SEQ6 1951 IMVNGRFRCLGSPQHLKGRFAAGHTLTLRVPAARSQPAAAFVAAEFPGSE 2000 

SEQ8 1518 SLHTTAAAPKPTPATAQGEVSATP 1541 

* * * * * * 

SEQ6 2001 LREAHGGRLRFQLPPGGRCALARVFGELAVHGAEHGVEDFSVSQTMLEEV 2050 

SEQ8 1542 GRGGRGCSP 1550 
* * 

SEQ6 2051 FLYFSKDQGKDEDTEEQKEAGVGVDPAPGLQHPKRVSQFLDDPSTAETVL 2100 
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J?/ EXHIBIT C 

SEQ2 1 MAFCTQLMLLLWKNYTYRRRQPIQLLVELLWPLFLFFILVAVRHSHPPLE 50 

SEQ5 1 MAFWTQLMLLLWKNFMYRRRQPVQLLVELLWPLFLFFILVAVRHSHPPLE 50 

*** ********** ****** *************************** 

SEQ2 51 HHECHFPNKPLPSAGTVPWLQGLVCNVNNSCFQHPTPGEKPGVLSNFKDS 100 
SEQ5 51 HHECHFPNKPLPSAGTVPWLQGLICNVNNTCFPQLTPGEEPGRLSNFNDS 100 
*********************** *****_** _ **** ** **** ** 

SEQ2 101 LISRLLADTRTVLGGHSIQDMLDALGKLIPVLRAVGGGARPQESDQPTSQ 150 
SEQ5 101 LVSRLLADARTVLGGASAHRTLAGLGKLIATLRAARSTAQPQPTKQSPLE 150 

* ****** ****** * * ***** *** *_** _ * 

SEQ2 151 G SVTKLLEKILQRASLDPVLGQAQDSMRKFSDAIRDLAQELLTLPSL 197 

SEQ5 151 PPMLDVAELLTSLLRTESLGLALGQAQEPLHSLLEAAEDLAQELLALRSL 200 
* ** * ** ***** * *******_* ** 

SEQ2 198 MELRALLRRPRGSAGSLELVSEALCSTKGPSSPGGLSLNWYEANQLNEFM 247 
SEQ5 201 VELRALLQRPRGTSGPLELLSEALCSVRGPSSTVGPSLNWYEASDLMELV 250 
****** **** * *** ****** _**** * ******* * * 

SEQ2 248 GPEVAPALPDNSLSPACSEFVGTLDDHPVSRLLWRRLKPLILGKILFAPD 297 
SEQ5 251 GQEPESALPDSSLSPACSELIGALDSHPLSRLLWRRLKPLILGKLLFAPD 300 

* * **** ******** _*_** **_***************_***** 

SEQ2 298 TNFTRKLMAQVNQTFEELALLRDLHELWGVLGPQIFNFMNDSTNVAMLQR 347 
SEQ5 301 TPFTRKLMAQVNRTFEELTLLRDVREVWEMLGPRIFTFMNDSSNVAMLQR 350 

* ********** ***** **** * * _***_**_*****_******* 

SEQ2 348 LLDVGGTGQRQQTPRAQKKLEAIKDFLDPSRGGYSWREAHADMGRLAGIL 397 
SEQ5 351 LLQMQDEGRRQPRPGGRDHMEALRSFLDPGSGGYSWQDAHADVGHLVGTL 400 
** * ** * ** **** ***** **** *_* * * 

SEQ2 398 GQMMECVSLDKLEAVPSEEALVSRALELLGERRLWAGIVFLSPEHPLDPS 447 
SEQ5 401 GRVTECLSLDKLEAAPSEAALVSRALQLLAEHRFWAGVVFLGPEDSSDPT 450 

* ** ******* *** ******* ** * * ***_*** ** **. 

SEQ2 448 ELS S PALS PGHLRFKIRMDIDDVTRTNKIRDKFWDPGPSADPFMDLRYVW 4 97 
SEQ5 451 EHPTPDLGPGHVRIKIRMDIDVVTRTNKIRDRFWDPGPAADPLTDLRYVW 500 

* * * *** * ******* ********* ******_*** ****** 

SEQ2 4 98 GGFVYLQDLLEQAAVRVLGGGNSRTGLYLQQMPHPCYVDDVFLRVLSRSL 54 7 
SEQ5 501 GGFVYLQDLVERAAVRVLSGANPRAGLYLQQMPYPCYVDDVFLRVLSRSL 550 
*********_*_****** * * *_******** **************** 

SEQ2 54 8 PLFLTLAWI YSVALTVKAVVREKETRLRETMRAMGLSRAVLWLGWFLSCL 597 
SEQ5 551 PLFLTLAWI YSVTLTVKAVVREKETRLRDTMRAMGLSRAVLWLGWFLSCL 600 
************ *************** ********************* 

SEQ2 598 GPFLVSAALLVLVLKLGNILPYSHPVVIFLFLAAFAVATVAQSFLLSAFF 647 
SEQ5 601 GPFLLSAALLVLVLKLGDILPYSHPGVVFLFLAAFAVATVTQSFLLSAFF 650 
**** ************ ******* * ************ ********* 
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SEQ2 648 SRANLAAACGGLAYFALYLPYVLCVAWRERLHLGGLLAASLLSPVAFGFG 697 
SEQ5 651 SRANLAAACGGLAYFSLYLPYVLCVAWRDRLPAGGRVAASLLSPVAFGFG 700 
*************** _ ************ _ * * ** _************* 

SEQ2 698 CESLALLEEQGDGAQWHNLGTGPAEDVFSLAQVSAFLLLDAVIYGLALWY 747 
SEQ5 701 CESLALLEEQGEGAQWHNVGTRPTADVFSLAQVSGLLLLDAALYGLATWY 7 50 
*********** _ ****** _ * * *_ ********* ***** ^**** ** 

SEQ2 748 LEAVCPGQYGIPEPWNFPFRRSYWCGPGPPKSSVLAPAPQDPKVLVEEPP 797 
SEQ5 751 LEAVCPGQYGIPEPWNFPFRRSYWCGPRPPKSPAPCPTPLDPKVLVEEAP 800 
*************************** **** .*.* ******** * 

SEQ2 798 LGLVPGVSIRGLKKHFRGCPQPALQGLNLDFYEGHITAFLGHNGAGKTTT 847 
SEQ5 801 PGLSPGVSVRSLEKRFPGSPQPALRGLSLDFYQGHITAFLGHNGAGKTTT 850 
** **** ***** ***** ** **** ***************** 

SEQ2 84 8 LSILSGLFPPSSGSASILGHDVQTNMAAIRPHLGICPQYNVLFDMLTVEE 8 97 
SEQ5 851 LSILSGLFPPSGGSAFILGHDVRSSMAAIRPHLGVCPQYNVLFDMLTVDE 900 
*********** *** ****** *********_*************_* 

SEQ2 898 HVWFYGRLKGVSAAAMGPERERLIRDVGLTLKRDTQTRHLSGGMQRKLSV 947 
SEQ5 901 HVWFYGRLKGLSAAVVGPEQDRLLQDVGLVSKQSVQTRHLSGGMQRKLSV 950 
**********_*** _***__**__**** *_ *************** 

SEQ2 94 8 AIAFVGGSRVVIMDEPTAGVDPASRRGIWELLLKYREGRTLILSTHHLDE 997 
SEQ5 951 AIAFVGGSQVVILDEPTAGVDPASRRGIWELLLKYREGRTLILSTHHLDE 1000 
******** *** ************************************* 

SEQ2 998 AELLGDRVAMVAGGSLCCCGSPLFLRRHLGCGYYLTLVKSSQSLVTHDAK 1047 

SEQ5 1001 AELLGDRVAVVAGGRLCCCGSPLFLRRHLGSGYYLTLVKARLPLTTNEKA 1050 
********* **** *************** ******** # * * t 

SEQ2 1048 GDSEDPRREKKSDGNGRTSDTAFTRGTSDKSNQAPAPGAVPITPSTARIL 1097 

SEQ5 1051 DTDMEGSVDTRQE KKN GSQGSRVGTPQLL 1079 

* * * * * 

SEQ2 1098 ELVQQHVPGAQLVEDLPHELLLVLPYAGALDGSFAMVFQELDQQLELLGL 1147 
SEQ5 1080 ALVQHWVPGARLVEELPHELVLVLPYTGAHDGSFATLFRELDTRLAELRL 1129 

SEQ2 1148 TGYGISDTNLEEIFLKVVEDAHREGGDSRPQLHLRTCTPQP P 1189 

SEQ5 1130 TGYGISDTSLEEIFLKVVEECAADTDMEDGSCGQHLCTGIAGLDVTLRLK 1179 
******************_ _ ** 

SEQ2 1190 TGPEASVLENGELAKLVLDPQAPQGLAP-NAAQVQGWTLTCQQLRALLHK 1238 

SEQ5 1180 MPPQETALENGEPAG — SAPETDQGSGPDAVGRVQGWALTRQQLQALLLK 1227 
* ***** * * ** * _**** ** ***_*** * 

SEQ2 1239 RFLLARRSRRGLFAQVVLPALFVGLALFFSLIVPPFGQYPPLQLSPAMYG 1288 
SEQ5 1228 RFLLARRSRRGLFAQIVLPALFVGLALVFSLIVPPFGHYPALRLSPTMYG 1277 
*************** *********** ********* ** ******* 

SEQ2 128 9 PQVSFFSEDAPGDPNRMKLLEALLGEAGLQEPSMQDKDARGSECTHSLAC 1338 

SEQ5 1278 AQVSFFSEDAPGDPGRARLLEALLQEAGLEEPPVQHSSHR 1317 

************* * ****** **** ** * * 
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SEQ2 1339 YFTVPEVPPDVASILASGNWTPESPSPACQCSQPGARRLLPDCPAGAGGP 1388 
SEQ5 1318 -FSAPEVPAEVAKVLASGNWTPESPSPACQCSQPGARRLLPDCPAAAGGP 1366 
* **** ** ******************************* * + ** 

SEQ2 1389 PPPQAVAGLGEVVQNLTGRNVSDFLVKTYPSLVRRGLKTKKWVDEVRYGG 14 38 
SEQ5 1367 PPPQAVTGSGEVVQNLTGRNLSDFLVKTYPRLVRQGLKTKKWVNEVRYGG 1416 
****** * ***********_********* ***_******** ****** 

SEQ2 1439 FSLGGRDPDLPTGHEVVRTLAEIRALLSPQPGNALDRILNNLTQWALGLD 1488 
SEQ5 1417 FSLGGRDPGLPSGQELGRSVEELWALLSPLPGGALDRVLKNLTAWAHSLD 1466 
******** **_*_*_ *__ *_ ***** **_*★**_* *** ** ** 

SEQ2 1489 ARNSLKIWFNNKGWHAMVAFVNRANNGLLHALLPSGPVRHAHSITTLNHP 1538 
SEQ5 1467 AQDSLKIWFNNKGWHSMVAFVNRASNAILRAHLPPGPARHAHSITTLNHP 1516 

* ************ ******** * * * ** ** ************ 

SEQ2 1539 LNLTKEQLSEATLIASSVDVLVSICVVFAMSFVPASFTLVLIEERITRAK 1588 

SEQ5 1517 LNLTKEQL S EAALMAS S VDVLVS I C VVFAMS FVP AS FT LVL I EERVT RAK 1566 
*********** * *******************************_**** 

SEQ2 1589 HLQLVSGLPQTLYWLGNFLWDMCNYLVAVCIVVFIFLAFQQRAYVAPENL 1638 
SEQ5 1567 HLQLMGGLSPTLYWLGNFLWDMCNYLVPACIVVLIFLAFQQRAYVAPANL 1616 
**** ** ***************** **** ************* ** 

SEQ2 1639 PALLLLLLLYGWSITPLMYPASFFFSVPSTAYVVLTCINLFIGINSSMAT 1688 
SEQ5 1617 PALLLLLLLYGWSITPLMYPASFFFSVPSTAYVVLTCINLFIGINGSMAT 1666 
********************************************* * * * * 

SEQ2 1689 FVLELLSDQNLQEVSRILKQVFLIFPHFCLGRGLIDMVRNQAMADAFERL 1738 

SEQ5 1667 FVLEL FSDQKLQEVS RI LKQVFL I FPHFCLGRGL I DMVRNQAMADAFERL 1716 
***** *** **************************************** 

SEQ2 1739 GDKQFQSPLRWDIIGKNLLAMMAQGPLFLLITLLLQHRNRLLPQSKPRLL 1788 
SEQ5 1717 GDRQFQSPLRWEVVGKNLLAMVIQGPLFLLFTLLLQHRSQLLPQPRVRSL 1766 
**_********___*******_ ******* ******* _**** t * * 

SEQ2 1789 PPLGEEDEDVAQERERVTKGATQGDVLVLRDLTKVYRGQRN PAVDRLCLG 1838 
SEQ5 1767 PLLGEEDEDVARERERVVQGATQGDVLVLRNLTKVYRGQRMPAVDRLCLG 1816 

* ********* ***** *********** ********* ********* 

SEQ2 1839 IPPGECFGLLGVNGAGKTSTFRMVTGDTLPSSGEAVLAGHNVAQERSAAH 1888 
SEQ5 1817 IPPGECFGLLGVNGAGKTSTFRMVTGDTLASRGEAVLAGHSVAREPSAAH 1866 
***************************** * ******** **_* **** 

SEQ2 1889 RSMGYCPQSDAIFDLLTGREHLELFARLRGVPEAQVAQTALSGLVRLGLP 1938 
SEQ5 1867 LSMGYCPQSDAIFELLTGREHLELLARLRGVPEAQVAQTAGSGLARLGLS 1916 
************ ********** *************** *** **** 

SEQ2 1939 SYADRPAGTYSGGNKRKLATALALVGDPAVVFLDEPTTGMDPSARRFLWN 1988 
SEQ5 1917 WYADRPAGTYSGGNKRKLATALALVGDPAVVFLDEPTTGMDPSARRFLWN 1966 
************************************************* 

SEQ2 1989 SLLSVVREGRSVVLTSHSMEECEALCTRLAIMVNGRFRCLGSSQHLKGRF 2038 

SEQ5 1967 SLLAVVREGRSVMLTSHSMEECEALCSRLAIMVNGRFRCLGSPQHLKGRF 2016 
*** ******** ************* *************** ******* 
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SEQ2 2039 GAGHTLTLRVPPDQPEPAIAFIRITFPGAELREVHGSRLRFQLPPGGRCT 2088 
SEQ5 2017 AAGHTLTLRVPAARSQPAAAFVAAEFPGSELREAHGGRLRFQLPPGGRCA 2066 
********** _** **_ ***_**** ** ************_ 

SEQ2 2089 LTRVFRELAAQGRAHGVEDFSVSQTTLEEVFLYFSKDQGEEEESSRQ-EA 2137 
SEQ5 20 67 LARVFGELAVHGAEHGVEDFSVSQTMLEEVFLYFSKDQGKDEDTEEQKEA 2116 
* *** *** * *********** ************* *_ * ** 

SEQ2 2138 EEEEVSKPGRQHPKRVSRFLEDPSSVETMI 2167 
SEQ5 2117 GVGVDPAPGLQHPKRVSQFLDDPSTAETVL 2146 
** ******* ** *** ** 
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